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Figure  3.5 (a – c)). Chi-square values for segregation distortion for chromosomes 1(7H), 5(1H)
and 7(5H). The dotted lines show the 0.005 confidence level limits (92.5% and 82.2%) and the
solid line shows the expected allele frequency (87.5%) for the recurrent parent in a BC2 population. 
 


